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<210> 1 

<211> 400 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Met Asp Leu Arg Asn Thr Pro Ala Lys Ser Leu Asp Lys Phe lie 
1 5 10 " 15 



Glu Asp Tyr Leu Leu Pro Asp Thr Cys Phe Arg Met Gin lie Asp His 
20 25 30 



Ala lie Asp lie lie Cys Gly Phe Leu Lys Glu Arg Cys Phe Arg Gly 
35 40 45 



Ser Ser Tyr Pro Val Cys Val Ser Lys Val Val Lys Gly Gly Ser Ser 
50 55 * 60 



Gly Lys Gly Thr Thr Leu Arg Gly Arg Ser Asp Ala Asp Leu Val Val 
65 70 75 80 



Phe Leu Ser Pro Leu Thr Thr Phe Gin Asp Gin Leu Asn Arg Arg Gly 
85 90 95 



Glu Phe lie Gin Glu lie Arg Arg Gin Leu Glu Ala Cys Gin Arg Glu 
100 105 ^ 110 



Arg Ala Leu Ser Val Lys Phe Glu Val Gin Ala Pro Arg Trp Gly Asn 
115 120 125 



Pro Arg Ala Leu Ser Phe Val Leu Ser Ser Leu Gin Leu Gly Glu Gly 
130 135 140 



Val Glu Phe Asp Val Leu Pro Ala Phe Asp Ala Leu Gly Gin Leu Thr 
145 150 155 160 



Gly Ser Tyr Lys Pro Asn Pro Gin lie Tyr Val Lys Leu lie Glu Glu 
165 170 " 175 



Cys Thr Asp Leu Gin Lys Glu Gly Glu Phe Ser Thr Cys Phe Thr Glu 
180 185 190 



Leu Gin Arg Asp Phe Leu Lys Gin Arg Pro Thr Lys Leu Lys Ser Leu 
195 200 205 



lie Arg Leu Val Lys His Trp Tyr Gin Asn Cys Lys Lys Lys Leu Gly 
210 215 ^ 220 



Lys Leu Pro Pro Gin Tyr Ala Leu Glu Leu Leu Thr Val Tyr Ala Trp 
225 230 235 240 



Glu Arg Gly Ser Met Lys Thr His Phe Asn Thr Ala Gin Gly Phe Arg 
245 250 255 



Thr Val Leu Glu Leu Val lie Asn Tyr Gin Gin Leu Cys lie Tyr Trp 
260 265 " 270 



Thr Lys Tyr Tyr Asp Phe Lys Asn Pro lie lie Glu Lys Tyr Leu Arg 
275 " ^ 280 285 



Arg Gin Leu Thr Lys Pro Arg Pro Val lie Leu Asp Pro Ala Asp Pro 
290 ~ 295 300 



Thr Gly Asn Leu Gly Gly Gly Asp Pro Lys Gly Trp Arg Gin Leu Ala 
305 310 315 320 



Gin Glu Ala Glu Ala Trp Leu Asn Tyr Pro Cys Phe Lys Asn Trp Asp 
325 330 335 



Gly Ser Pro Val Ser Ser Trp lie Leu Leu Ala Glu Ser Asn Ser Thr 
340 345 350 



Asp Asp Glu Thr Asp Asp Pro Arg Thr Tyr Gin Lys Tyr Gly Tyr lie 



355 



360 



365 



Gly Thr His Glu Tyr Pro His Phe Ser His Arg Pro Ser Thr Leu Gin 
370 375 380 

Ala Ala Ser Thr Pro Gin Ala Glu Glu Asp Trp Thr Cys Thr lie Leu 
385 390 395 400 

<210> 2 

<211> 1590 

<212> DNA 

<213> Homo sapiens 

<400> 2 



gaggcagttc 


tgttgccact 


ctctctcctg 


tcaatgatgg 


atctcagaaa 


taccccagcc 


60 


aaatctctgg 


acaagttcat 


tgaagactat 


ctcttgccag 


acacgtgttt 


ccgcatgcaa 


120 


atcgaccatg 


ccattgacat 


catctgtggg 


ttcctgaagg 


aaaggtgctt 


ccgaggtagc 


180 


tcctaccctg 


tgtgtgtgtc 


caaggtggta 


aagggtggct 


cctcaggcaa 


gggcaccacc 


240 


ctcagaggcc 


gatctgacgc 


tgacctggtt 


gtcttcctca 


gtcctctcac 


cacttttcag 


300 


gatcagttaa 


atcgccgggg 


agagttcatc 


caggaaatta 


ggagacagct 


ggaagcctgt 


360 


caaagagaga 


gagcactttc 


cgtgaagttt 


gaggtccagg 


ctccacgctg 


gggcaacccc 


420 


cgtgcgctca 


gcttcgtact 


gagttcgctc 


cagctcgggg 


agggggtgga 


gttcgatgtg 


480 


ctgcctgcct 


ttgatgccct 


gggtcagttg 


actggcagct 


ataaacctaa 


cccccaaatc 


540 


tatgtcaagc 


tcatcgagga 


gtgcaccgac 


ctgcagaaag 


agggcgagtt 


ctccacctgc 


600 


ttcacagaac 


tacagagaga 


cttcctgaag 


cagcgcccca 


ccaagctcaa 


gagcctcatc 


660 


cgcctagtca 


agcactggta 


ccaaaattgt 


aagaagaagc 


ttgggaagct 


gccacctcag 


720 


tatgccctgg 


agctcctgac 


ggtctatgct 


tgggagcgag 


ggagcatgaa 


aacacatttc 


780 


aacacagccc 


aaggatttcg 


gacggtcttg 


gaattagtca 


taaactacca 


gcaactctgc 


840 


atctactgga 


caaagtatta 


tgactttaaa 


aaccccatta 


ttgaaaagta 


cctgagaagg 


900 


cagctcacga 


aacccaggcc 


tgtgatcctg 


gacccggcgg 


accctacagg 


aaacttgggt 


960 


ggtggagacc 


caaagggttg 


gaggcagctg 


gcacaagagg 


ctgaggcctg 


gctgaattac 


1020 


ccatgcttta 


agaattggga 


tgggtcccca 


gtgagctcct 


ggattctgct 


ggctgaaagc 


1080 


aacagtacag 


acgatgagac 


cgacgatccc 


aggacgtatc 


agaaatatgg 


ttacattgga 


1140 


acacatgagt 


accctcattt 


ctctcataga 


cccagcacgc 


tccaggcagc 


atccacccca 


1200 



caggcagaag 


aggactggac 


ctgcaccatc 


ctctgaatgc 


cagtgcatct 


tgggggaaag 


1260 


ggctccagtg 


ttatctggac 


cagttccttc 


attttcaggt 


gggactcttg 


atccagagaa 


1320 


gacaaagctc 


ctcagtgagc 


tggtgtataa 


tccaagacag 


aacccaagtc 


tcctgactcc 


1380 


tggccttcta 


tgccctctat 


cctatcatag 


ataacattct 


ccacagcctc 


acttcattcc 


1440 


acctattctc 


tgaaaatatt 


ccctgagaga 


gaacagagag 


atttagataa 


gagaatgaaa 


1500 


ttccagcctt 


gactttcttc 


tgtgcacctg 


atgggagggt 


aatgtctaat 


gtattatcaa 


1560 


taacaataaa 


aataaagcaa 


ataccaaaaa 








1590 



<210> 3 

<211> 20 

<212> DNA 

<213> PCR primer 

<400> 3 

ctcactgagg agctttgtct 20 



<210> 4 

<211> 18 

<212> DNA 

<213> PCR primer 

<400> 4 

cactgaggag ctttgtcc 18 



<210> 5 

<211> 21 

<212> DNA 

<213> PCR primer 

<400> 5 

caggtgggac tcttgatcca g 21 



<210> 6 

<211> 20 

<212> DNA 

<213> PCR primer 

<400> 6 

agggttcctg gccgtgcagg 20 



<210> 7 

<211> 18 

<212> DNA 

<213> PCR primer 



<400> 7 



ccgcgctccc tcggctgc 



<210> 8 

<211> 20 

<212> DNA 

<213> PCR primer 

<400> 8 

atattctctt tgtaatcagg 



<210> 9 

<211> 20 

<212> DNA 

<213> PCR primer 

<400> 9 

aaaaatggca atcactcacc 



<210> 10 

<211> 20 

<212> DNA 

<213> PCR 

<400> 10 
ccttctatga 



primer 
tttctcctag 



<210> 11 

<211> 20 

<212> DNA 

<213> PCR 

<400> 11 
atccaaaggc 



primer 
aatacgtacc 



<210> 12 

<211> 20 

<212> DNA 

<213> PCR 

<400> 12 
acagtgtttt 



primer 
atctttaagg 



<210> 13 

<211> 21 

<212> DNA 

<213> PCR 

<400> 13 
gtaacattta 



primer 
ctacttactc 



<210> 14 

<211> 20 

<212> DNA 

<213> PCR 

<400> 14 
ccctgttcct 



<210> 15 

<211> 20 

<212> DNA 

<213> PCR 

<400> 15 
ctcaggatca 

<210> 16 

<211> 20 

<212> DNA 

<213> PCR 

<400> 16 
ctgtgaattt 



<210> 17 

<211> 21 

<212> DNA 

<213> PCR 

<400> 17 
gtattacttt 



<210> 18 

<211> 20 

<212> DNA 

<213> PCR 

<400> 18 
gactctcact 



<210> 19 

<211> 20 

<212> DNA 

<213> PCR 

<400> 19 
gtgtcattgc 



primer 
tttaactagg 

primer 
taatcactgc 

primer 
tatacccagg 

primer 
ttccacttac 

primer 
gtcattgcag 

primer 
actccagcct 



<210> 20 
<211> 624 
<212> DNA 



<213> Homo sapiens 



<400> 20 

ggatccagat ggcatgtcac agtatactaa 
agactcccct gatgtgatca tgtgtctcac 
atgagaccga cgatcccagg acgtatcaga 
ctcatttctc tcatagaccc agcacgctcc 
actggacctg caccatcctc tgaatgccag 
tctggaccag ttccttcatt ttcaggtggg 
agtgagctgg tgtataatcc aagacagaac 
cctctatcct atcatagata acattctcca 
aaatattccc tgagagagaa cagagagatt 
tttcttctgt gcacctgatg ggagggtaat 
aaagcaaata ccatttattg ggtg 

<210> 21 

<211> 19 

<212> DNA 

<213> PCR primer 

<400> 21 

ggcctggcct gacaactat 

<210> 22 

<211> 19 

<212> DNA 

<213> PCR primer 

<400> 22 

catccaagcc tgcacgtat 

<210> 23 

<211> 20 

<212> DNA 

<213> PCR primer 

<400> 23 

gctttgtgtg agcaacatgg 

<210> 24 

<211> 20 

<212> DNA 

<213> PCR primer 



atgctcactg aatccagctg caatgcagga 
cctttcaggc tgaaagcaac agtacagacg 
aatatggtta cattggaaca catgagtacc 
aggcagcatc caccccacag gcagaagagg 
tgcatcttgg gggaaagggc tccagtgtta 
actcttgatc cagagaagac aaagctcctc 
ccaagtctcc tgactcctgg ccttctatgc 
cagcctcact tcattccacc tattctctga 
tagataagag aatgaaattc cagccttgac 
gtctaatgta ttatcaataa caataaaaat 



<400> 24 

ggctcatctg gtctctccag 



<210> 25 

<211> 19 

<212> DNA 

<213> PCR 

<400> 25 
gactaggcca 

<210> 26 

<211> 18 

<212> DNA 

<213> PCR 

<400> 26 
gcttcgggag 

<210> 27 

<211> 20 

<212> DNA 

<213> PCR 

<400> 27 
tgaagacccc 



<210> 28 

<211> 20 

<212> DNA 

<213> PCR 

<400> 28 
ctctcgttcg 



<210> 29 

<211> 19 

<212> DNA 

<213> PCR 

<400> 29 
ggcctggcct 

<210> 30 

<211> 19 

<212> DNA 

<213> PCR 

<400> 30 
catccaagcc 



primer 
gcggagaac 

primer 
agctggtt 

primer 
caattaccaa 

primer 
cctctttcac 

primer 
gacaactat 

primer 
tgcacgtat 



